ratios of the average array signals of TIG107 and TIG102 compared with those of TIG3S and TIG121 (TIG107/TIG3S, TIG102/TIG3S, TIG107/TIG121 and TIG102/TIG121). Genes down-and upregulated in the fibroblast lines from elderly subjects (TIG107 and TIG102) are shown in red and green, respectively.
Supplementary Figure 5.
Comparison of mRNA levels of the candidate six genes in the young and elderly groups. The six gene candidates for regulation of age-associated respiration defects were selected by using gene ontology terms and a microarray heatmap ( Supplementary Fig. 4b ). The young group consisted of fibroblast lines TIG3S (fetus), TIG121 (age 8 months), TIG120 (6 years), and TIG118 (12 years). The elderly group consisted of lines TIG106 (80 years), TIG107 (81 years), TIG101 (86 years), and TIG102 (97 years). Levels of transcripts were normalized against UBC expression. Of the six genes examined, age-associate regulation was confirmed to be present in MRPL28, EHHADH, and GCAT. Glycine (140 µM) was included in the medium for 10 days before the estimation of O 2 consumption rates. Experiments were performed in triplicate; error bars indicate ± SD. *P < 0.05. 
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